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Dietmar Kuhl7, Michael Föller8, Silke Vogelsang9, Ivan Hernandez-Diaz10, Dana K. Vaughan11,
Diego Alvarez de la Rosa10, Florian Lang8, Ronald D. Cohn1,3,12*
Keywords: hibernation; muscle atrophy;

muscle homeostasis; muscle

hypertrophy; SGK1

DOI 10.1002/emmm.201201443

Received April 05, 2012

Revised September 25, 2012

Accepted September 28, 2012
(1) McKusick-Nathans Institute of Genetic Medic

University School of Medicine, Baltimore, MD, USA

(2) Institute of Pathophysiology, Ernst Moritz Arndt Uni

Karlsburg, Germany

(3) Department of Neurology, Johns Hopkins University

Baltimore, MD, USA

(4) Hiberna Corporation, Boulder, CO, USA

(5) Institut de Myologie; CNRS UMR 7215; INSERM, UM

Pierre et Marie Curie-Paris6, Paris, France

(6) Department of Molecular, Cellular, and Deve

University of Colorado, Boulder, CO, USA

(7) University Medical Center Hamburg-Eppendorf (UKE)

� 2012 The Authors. Published by John Wiley and Sons,
the terms of the Creative Commons Attribution License (C
in any medium, provided the original work is properly cite
Maintaining skeletal muscle mass is essential for general health and prevention

of disease progression in various neuromuscular conditions. Currently, no

treatments are available to prevent progressive loss of muscle mass in any of

these conditions. Hibernating mammals are protected from muscle atrophy

despite prolonged periods of immobilization and starvation. Here, we describe

a mechanism underlying muscle preservation and translate it to non-hibernating

mammals. Although Akt has an established role in skeletal muscle homeostasis,

we find that serum- and glucocorticoid-inducible kinase 1 (SGK1) regulates

muscle mass maintenance via downregulation of proteolysis and autophagy

as well as increased protein synthesis during hibernation. We demonstrate that

SGK1 is critical for the maintenance of skeletal muscle homeostasis and function

in non-hibernating mammals in normal and atrophic conditions such as

starvation and immobilization. Our results identify a novel therapeutic target

to combat loss of skeletal muscle mass associated with muscle degeneration and

atrophy.
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INTRODUCTION

Skeletal muscle is the largest organ in the human body,

comprising approximately 50% of total body weight. Main-

tenance of muscle mass and physiology is essential for general

health. Disuse (e.g. immobilization, denervation and micro-

gravity), inherited neuromuscular disorders and aging all result in

debilitating loss of skeletal muscle (Saini et al, 2009). Loss of

skeletal muscle mass not only increases morbidity and mortality,

but also increases the incidence of pathologic fractures,

functional deterioration and institutionalization (Degens &

Alway, 2006). Despite decades of research, no treatments have

been characterized to prevent loss of muscle mass in inherited

and/or acquired forms of neuromuscular conditions.

Muscle mass preservation results from maintaining a

homeostatic balance of protein synthesis and degradation.

Understanding the mechanisms underlying the preservation of

skeletal muscle tissue is critical for the development of

therapeutic strategies to combat loss of muscle mass. This

study takes an innovative approach to address this question in a

model organism that has innate protective mechanisms against

muscle loss: a hibernating rodent. We analysed the 13-lined

ground squirrel (Ictidomys tridecemlineatus), a naturally

occurring, hibernating animal (Vaughan et al, 2006). These

rodents spend approximately half of the year in hibernation.

Bradycardia, hypothermia, episodic ventilation, lack of food and

water intake, and immobility characterize the torpor state.

While the molecular mechanisms determining the hibernator’s

marked resilience against atrophy have not been elucidated,

changes in mammalian target of rapamycin (mTOR) signalling

as well as epigenetically mediated pathways have been

suggested to play an important role (Lee et al, 2010; Morin &

Storey, 2009; Nowell et al, 2011; Shavlakadze & Grounds, 2006).

In non-hibernating mammals, current paradigm dictates that

muscle cell strength, growth and survival are dependent upon

the PI3K/Akt/mTOR pathway, which is activated in response to

several growth factors including insulin-growth factor-I (IGF-1;

Glass, 2003). The binding of IGF-1 to its receptor triggers the

activation of phosphatidylinositol 3-kinase (PI3K) and the

translocation of the serine/threonine kinase Akt (also called

Akt1 and PKB for protein kinase B) to the membrane. This

process facilitates the phosphorylation and activation of Akt at

serine-478 (S478) by the 3-phosphoinositide-dependent kinase 1

(PDK-1). Akt is a vital mediator of several processes involved in

skeletal muscle homeostasis and survival. Direct and indirect

targets downstream of Akt include mTOR, p70S6K and

eukaryotic translation initiation factor 4E binding protein 1

(4E-BP1)—key regulatory proteins involved in translation and

protein synthesis (Glass, 2003; Saini et al, 2009). In addition, Akt

inactivates Foxo3a by phosphorylation at serine-253 (S253) and

threonine-32 (T32; Brunet et al, 2001). Inactivation of Foxo3a

leads to decreased expression of target genes mediating skeletal

muscle atrophy, atrogin-1 and MuRF1 and autophagy (e.g.

LC3B, beclin, ATG7; Mammucari et al, 2007; Zhao et al, 2007).

Several studies in mammals have shown that this pathway is

altered in skeletal muscle during conditions of disuse and

starvation (Glass, 2010).
� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
Serum- and glucocorticoid-induced kinase 1 (SGK1) belongs

to a family of serine/threonine kinases that shares 45–55%

similarity with Akt, cAMP-dependent protein kinase, p70S6K and

protein kinase C with respect to their catalytic domains

(Webster et al, 1993). Akt primarily phosphorylates Foxo3a

at serine-253, while SGK1 has a higher affinity for serine-315,

and both Akt and SGK1 phosphorylate threonine-32 with similar

affinity (Brunet et al, 2001). In this study, we show that SGK1

exhibits a previously unknown role in mediating skeletal muscle

homeostasis and function in hibernating and non-hibernating

mammals. SGK1 mediates protection by inhibition of Foxo3a-

induced atrophy and autophagy and by the activation of mTOR

signalling. We propose that therapeutic modulation of SGK1

may be beneficial in conditions associated with muscle atrophy

or degeneration.
RESULTS

Skeletal muscle size and morphology are not altered during

hibernation

Prolonged periods of immobilization and/or starvation cause

significant muscle atrophy, defined by reduced muscle mass,

muscle fiber size and muscle function, in various mammals

including humans. Specifically, artificial limb immobilization in

a mouse for 12–18 days causes a 45% loss of skeletal muscle

mass, while mice deprived of food for 48 h lose approximately

15% muscle mass (Hudson & Franklin, 2002; Jagoe et al, 2002).

Histological evaluation of quadriceps muscles collected from

ground squirrels exposed to 6 months of immobility with no

food or water intake and from active summer squirrels showed

no morphological differences (Fig 1A and B). Muscles collected

from the diaphragm, gastrocnemius and tibialis anterior (TA)

also did not display variation in muscle architecture, composi-

tion or size between hibernating and summer squirrels.

Supporting these observations, quantitative morphometric

analysis of muscle fiber size revealed no significant changes

in fiber size of quadriceps (composed of slow and fast muscle

fibers) and TA muscles (mainly composed of fast muscle fibers)

demonstrating preservation of muscle fiber size independently

of fiber type composition (Fig 1C and D and Supporting

Information Fig S1A). Despite extended periods of immobiliza-

tion and starvation, which normally favour the development of

muscle atrophy, the skeletal muscle mass, structure and

morphometric values of the hibernating ground squirrel remain

unchanged.

Increased activation of mTOR and inactivation of Foxo3a are

independent of Akt

The PI3K/Akt/mTOR pathway stimulates myofiber growth and

protein synthesis and regulates protein degradation (Bodine et al,

2001). We assessed members of this pathway in skeletal muscle of

hibernating and non-hibernating animals. Levels of phosphory-

lated (inactive) Foxo3a at serine-253 were increased (Fig 2A).

Evaluation of downstream targets of Foxo3a by real-time PCR

revealed no significant increase in expression of atrophy or

autophagy genes including atrogin-1 and MuRF1 or MAP1/LC3B
EMBO Mol Med (2012) 4, 1–12
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Figure 1. Normal skeletal muscle morphology in hibernating squirrels.

A. Left column, an active summer squirrel; right column, a torpid squirrel.

B. The morphology of quadriceps is unchanged by hibernation as seen in

haematoxylin and eosin (H&E) stained sections (scale bar 90 mm).

C. Dystrophin staining was performed to outline the sarcolemma to deter-

mine percentage distribution of minimum Feret’s diameter.

D. Average� SD of minimum Feret’s diameter in quadriceps ( p¼0.26) and

tibialis anterior ( p¼ 0.33) muscles is not significantly different between

summer and hibernation.

A

B

C

Figure 2. Evaluation of protein degradation and synthesis pathways.

A. Western blot of quadriceps muscle from summer active (S) and hibernating

(H) squirrels using antibodies against the proteins indicated. An increased

abundance of P-Foxo3a (serine-253) is accompanied by a decrease in P-Akt

(serine-478). Corresponding densitometry of P-Akt and P-Foxo3a as a

function of total Akt and Foxo3a.

B. Relative mRNA levels for four Foxo3a downstream targets show no

significant changes during hibernation.

C. Western blots analysis of mTOR downstream targets shows significant

upregulation of P-P70S6K and P-4E-BP1 during hibernation.
during hibernation (Fig 2B). Analysis of the proteasome during

hibernation showed an elevation of ubiquitinated proteins

(Supporting Information Fig S1F) and proteasome activity was

not increased (Supporting Information Fig S1C). In addition,

increased levels of p62/SQSTM1 and a decreased ratio of LC3B-II/

LC3B-I during hibernation indicated suppression of autophagy

(Supporting Information Fig S1D and E).

Unexpectedly, phosphorylation of Akt at serine-478 was

decreased (Fig 2A), yet downstream of Akt phosphorylation of

p70S6K and 4E-BP1, the main targets of mTOR signalling, were

increased significantly during hibernation (Fig 2C). Phosphory-

lation of Akt at threonine 308 was not altered (Fig 2A and

Supporting Information Fig S1B). The decrease in phosphory-
EMBO Mol Med (2012) 4, 1–12 �
lated Akt (S478), in conjunction with Foxo3a inactivation and

activation of mTOR signalling, demonstrates that Akt is not the

sole mediator of protein synthesis or degradation in skeletal

muscle during hibernation.
2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO. 3
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SGK1 is a novel mediator of skeletal muscle homeostasis in

hibernating mammals

Serum- and glucocorticoid-inducible kinase 1 (SGK1) is a

downstream target of the IGF-1/PDK-1 signalling cascade and

shares a similar consensus phosphorylation site (RXRXXS/T)

with Akt. Additionally, SGK1 phosphorylates Foxo3a at serine-

253, serine-315 (S315) and T32 (Brunet et al, 2001) and is an

alternative regulator of mTOR-mediated cell growth and

survival in non-muscle cells (Aoyama et al, 2005). Therefore,

we analysed SGK1 protein levels in the skeletal muscle of

summer and hibernating squirrels. Hibernating muscles ex-

hibited a significant increase in total and phosphorylated SGK1

that decreased to pre-hibernation levels once the animals

emerged from torpor (Fig 3A). Immunostaining also showed

increased SGK1 expression in hibernation (Fig 3A). As expected,

increased phosphorylation of Foxo3a at S315 and T32

accompanied increase in levels of total and activated SGK1
A

B

Figure 3. SGK1 in skeletal muscle is critical for preservation of skeletal

muscle.

A. Western blot analyses and densitometry of quadriceps muscles from non-

hibernating and hibernating squirrels demonstrates significant increases

in total SGK1 and phosphorylated SGK1. Immunostaining of quadriceps

muscle for total SGK1 shows upregulation during hibernation.

B. Levels of phosphorylated Foxo3a in S315 and T32 are significantly

increased during hibernation. Densitometric analysis of P-Foxo3a as a

function of Foxo3a.

� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
(Fig 3B). Co-immunostaining revealed SGK1 localized mainly in

fast, type II muscle fibers, which play a critical role in force

generation during contractile activity (Supporting Information

Fig S2A). In addition, cytoplasmic co-localization of SGK1 with

phosphorylated Foxo3a (S253) was detected in type II muscle

fibers of hibernating squirrels (Supporting Information Fig S2A)

supporting our hypothesis that SGK1 modulates the inhibition of

Foxo3a.

SGK1 mediates skeletal muscle size and function in non-

hibernating mammals

To analyse whether SGK1 plays a role in skeletal muscle of non-

hibernating mammals, we performed expression analyses of

SGK1 in various muscle types (Supporting Information Fig S2B).

SGK1 is highly expressed in TA muscle, heart and diaphragm,

with slightly lower levels of SGK1 protein expression in the

mixed fiber type extremity muscles of quadriceps and gastroc-

nemius and even lower expression in soleus muscle.

In addition, we analysed SGK1 expression in transgenic mice

that overexpress IGF-1 in skeletal muscle (mIgf-1). These mice

develop skeletal muscle hypertrophy of primarily type II fibers

(Musaro et al, 2001), accompanied by an increase in PDK1 and

mTOR signalling without a parallel increase in phosphorylated

Akt (Song et al, 2005) (Supporting Information Fig S2D). Our

analyses indeed revealed increased SGK1 expression in type IIB

hypertrophic muscle fibers (Supporting Information Fig S2C

and E) and increased levels of activated phospho-SGK1

(Supporting Information Fig S2D), suggesting that SGK1

mediates muscle hypertrophy in mIgf-1 mice.

To further address the role of SGK1 in skeletal muscle

maintenance, we evaluated skeletal muscle composition and

function in mice lacking sgk1. These mice exhibit impaired renal

sodium retention but the muscle phenotype has not been

studied (Wulff et al, 2002). Mice deficient for sgk1 showed no

changes in body mass but revealed decreased weight of the TA

muscles (Supporting Information Fig S2F). Histological evalua-

tion of skeletal muscles of sgk1�/�mice demonstrated increased

variation of fiber size with numerous small and rounded

myofibers (Fig 4A). Morphometric data confirmed that sgk1�/�

mice had decreased muscle fiber size in the TA, gastrocnemius

and soleus muscles (Fig 4B and Supporting Information

Fig S3E). Fiber type analysis of gastrocnemius and TA muscles

did not reveal changes in fiber type composition (Supporting

Information Fig S2G). Despite the decrease in muscle fiber

size, skeletal muscle of sgk1�/� mice showed an increase in

phosphorylated Akt (Fig 4C and Supporting Information

Fig S3A). Levels of phosphorylated Foxo3a at S315 were

decreased in sgk1�/� mice, whereas levels of phospho-Foxo3a

at S253, LC3B and p62 were unchanged (Supporting Information

Fig S3B).

In order to analyse the functional profile of these mice,

sgk1�/� mice completed 36 days of running wheel exercise and

demonstrated a decrease in average and maximum speed

(Supporting Information Table S1). This decrease was asso-

ciated with a significant decline in running distance (Fig 4D).

Sgk1�/� mice exhibited decreased specific isometric force

in a physiological in vitro test suggesting that SGK1 plays
EMBO Mol Med (2012) 4, 1–12
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Figure 4. Sgk1�/� mice exhibit decreased muscle fiber size and impaired

muscle function.

A. The morphology of tibialis anterior muscle as revealed by haematoxylin–

eosin staining shows increased variation in muscle fiber size with

numerous atrophic muscle fibers (scale bar 90 mm).

B. Percentage distribution and mean minimum Feret’s diameter in tibialis

anterior muscle ( p¼0.02).

C. Increased levels of phosphorylated Akt (S478) in skeletal muscles of

sgk1�/� mice.

D. sgk1�/�mice exhibit decreased running distance after 36 days of exposure

to a running wheel, ( p¼0.01; n¼ 6 animals per group).

E. Isometric force from soleus muscles of WT and sgk1�/� mice during

repetitive electrical stimulations for 500 ms. Amplitudes of isometric force

from soleus muscles at two stimulation frequencies. Specific force is

plotted in all cases. Mean values� SD from n¼ 9 (sgk1�/�) and n¼10 (WT)

independent animals ( p¼0.01).
an important role in skeletal muscle function (Fig 4E and

Supporting Information Fig S3C and D).

We next tested the hypothesis that mice lacking sgk1 are more

susceptible to disuse and starvation atrophy. Thus, 2-month-old

sgk1�/�mice were exposed to 21 days of hindlimb immobiliza-
EMBO Mol Med (2012) 4, 1–12 �
tion and 48 h of starvation and compared to wild-type age

matched littermates. Remarkably, sgk1�/� mice demonstrated

a significantly exaggerated response to immobilization and

starvation (Supporting Information Fig S3F). In summary, our

data reveal that SGK1 plays an important role in maintenance of

muscle in steady-state and catabolic conditions such as disuse

and starvation and indicate that increased levels of phosphory-

lated Akt are not able to fully compensate for the loss of SGK1.

Given these observations, we evaluated akt1 knockout mice.

Targeted deletion of akt1 in mice has previously been shown to

cause mild reduction in body size associated with slightly

reduced muscle fiber size and strength (Goncalves et al, 2010).

We detected increased SGK1 protein levels in akt1�/� mice,

which was associated with an increase in phosphorylation

of Foxo3a at serine 315 (Supporting Information Fig S3G).

Increased SGK1 signalling was not sufficient to compensate for

the loss of akt1. Taken together, these results suggest that Akt

and SGK1 both are necessary to ensure normal maintenance of

skeletal muscle size and function.

Overexpression of SGK1 protects against starvation and

disuse muscle atrophy

Next, we analysed skeletal muscle of transgenic mice over-

expressing the sgk1 gene, which was modified by a point

mutation (S422D) that renders the kinase constitutively active

(Kobayashi & Cohen, 1999). RT-PCR analyses of the TA

demonstrated an approximate 30% increase in expression of

SGK1, which, in the context of the constitutively active kinase,

provides an estimated threefold increase of SGK1 activation

(Supporting Information Fig S4A and B). Histological and

morphometric analyses of several skeletal muscles revealed no

significant difference between the two groups (Fig 5A and B and

Supporting Information Fig S4C). Interestingly, transgenic mice

with inducible overexpression of Akt develop muscular

abnormalities after Akt was induced and active during 6 months

(Grumati et al, 2010), while constitutively active (ca)SGK1

transgenic adult mice did not show any pathological abnor-

malities at this age (Supporting Information Fig S4D). Fiber type

immunostaining in gastrocnemius and TA muscles did not

reveal changes in fiber type composition (Supporting Informa-

tion Fig S4E). Biochemical analyses demonstrated increased

abundance of phosphorylated p70S6K and 4E-BP1 (Fig 5C).

Furthermore, skeletal muscle of caSGK1 transgenic mice

exhibited increased phosphorylation of Foxo3a at S315 and

T32, similar to our findings in hibernating skeletal muscle

(Fig 5D). Unexpectedly, analyses of autophagy markers in sgk1

transgenic showed increased basal levels of LC3B-II and p62

(Supporting Information Fig S4F). Overall, our examination of

these mice finds that overexpression of SGK1 does not cause any

gross abnormal muscle phenotype.

To test whether increased expression of SGK1 was sufficient

to protect skeletal muscle against the catabolic stress of

starvation, transgenic mice were fasted for 48 h. Remarkably,

caSGK1 transgenic mice were protected against starvation-

induced decrease in muscle fiber size when compared to age-

matched littermate controls (Fig 6A and B). Previous bio-

chemical analyses of fasted mice have shown decreased levels of
2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO. 5
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Figure 5. Characterization of skeletal muscle of SGK1 transgenic mice.

A. H&E staining of tibialis anterior sections from 2-month old control and

transgenic mice shows no differences (scale bar 90 mm).

B. Morphometric analyses of minimum Feret’s diameter of TA muscle reveal

no changes in fiber size distribution or mean fiber size.

C. Western blots and densitometric analysis of muscle from transgenic and

control mice. Downstream targets of the mTOR signalling cascade (p70S6K

and 4EBP1) demonstrate significant upregulation of their phosphorylated

forms in sgk1tg mice.

D. Western blot analyses and densitometry of phosphorylated FOXO3a and

total FOXO3a of tibialis anterior muscles from control and transgenic mice

(n¼ 4) show an increase of phosphorylation at S315 and T32.

A

B

C

Figure 6. SGK1 protects against starvation-induced muscle atrophy.

A. H&E staining of tibialis anterior sections reveals no changes in muscle

architecture (scale bar 90 mm).

B. Morphometric analysis demonstrates a decrease in muscle fiber size of the

wild-type control mice compared with sgk1tg transgenic littermates

( p¼ 0.0015).

C. Western blot and densitometry analysis shows that levels of phosphory-

lated Foxo3a at S315 and T32 are increased in sgk1tg.

6

phosphorylated Foxo3a, which promotes muscle atrophy via

increased protein degradation and autophagy (Grumati et al,

2010; Mammucari et al, 2007). Our analyses demonstrated no

measurable difference of phosphorylated Foxo3a at S253, but

we found a significant increase of phosphorylated Foxo3a at

S315 and T32 in starved mice overexpressing SGK1 (Fig 6C). We
� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
subsequently analysed gene expression levels of atrogin-1,

MuRF-1 and Map1/LC3B by real-time PCR. Expression of

atrogin-1 and MuRF-1 increased in wild-type and caSGK1 mice

after starvation; however atrogin-1 levels in caSGK1 transgenic

mice were significantly lower compared with wild-type. Wild-

type mice had a significant increase in Map1/LC3B expression

after fasting, which was not observed in caSGK1 transgenic

mice (Supporting Information Fig S5A). Furthermore, starved

caSGK1 transgenic mice showed a significantly smaller increase

in the protein level of autophagy markers such as beclin-1 and

LC3B-II when compared to fasted littermates control animals

(Supporting Information Fig S5B). Given that autophagy has

been implicated in loss of muscle mass during catabolic stress

(Mammucari et al, 2007), our results indicate that inhibition of

excessive autophagy contributes to the protection of starvation-

induced loss of muscle mass in caSGK1 transgenic mice.

In order to assess whether SGK1 expression protects against

targeted disuse atrophy, we transfected TA muscles via

electroporation with plasmids encoding Sgk1 WT (Sgk1WT),

Kinase Dead (Sgk1KD) and Constitutively Active Sgk1 (Sgk1CA)

all fused to EGFP. One hindlimb was immobilized by stapling

(Burks et al, 2011), and the plasmids were injected into both the

immobilized and the contralateral non-immobilized muscles.
EMBO Mol Med (2012) 4, 1–12
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After 9 days, both TA muscles were assessed for plasmid

expression and morphometric measurements. Co-immunostain-

ing for laminin g-1 ensured that plasmid expression was

confined to skeletal muscle fibers and not within extracellular

space. Gene transfection efficiency was determined by calculat-

ing the cross sectional area of GFP positive muscle fibers

expressed as a percentage of the total cross sectional area

(Schertzer et al, 2006). All constructs revealed a transfection

efficiency of 58.6–78.5% (Supporting Information Fig S6D).

Transfection of contralateral, non-immobilized TA muscles did

not show any significant changes in muscle fiber size or

morphology with any of the plasmids injected (Supporting

Information Fig S6B). However, in the immobilized limb

transfection of Sgk1CA completely prevented muscle atrophy

when compared to GFP only, Sgk1WT and Sgk1KD (Fig 7A–C and

Supporting Information Fig S6A). Importantly, skeletal muscle

atrophy was only prevented by transfection of the constitutively

active form of Sgk1.

Analysis of the expression of Foxo3a and members of the

mTOR pathway (Supporting Information Fig S6C) demonstrated

an increased phosphorylation of Foxo3a in S253 and S315 and

p-4EBP1 in muscles overexpressing SGK1CA. These results

further support our observation that immobilized muscles

overexpressing SGK1CA are protected against muscle atrophy.

This experiment suggests that SGK1 requires activation to

exert its beneficial impact on the regulation of skeletal muscle

mass. Together, our data shows that overexpression of SGK1

ameliorates atrophy in immobilization and starvation. These

findings further support our hypothesis that SGK1 is an

important mediator of skeletal muscle homeostasis.
C

DISCUSSION

Maintaining a homeostatic balance between protein synthesis

and degradation protects against loss of skeletal muscle mass,

plasticity and function. We demonstrate that increased expres-

sion of SGK1, leading to inhibition of Foxo3a activity and

accompanied by increased expression of the mTOR signalling
D
Figure 7. Electroporation of constitutively active Sgk1 protects against

immobilization atrophy.

A. Transfection of constitutively active Sgk1 (CA) into immobilized tibialis

anterior muscle (green) reveals increased fiber size diameter when

compared to control, EGFP only transfected muscle fibers of immobilized

tibialis anterior muscles (100 mm). Laminin g-1 staining (red) outlines the

basement membrane and blue staining marks nuclei (DAPI).

B. Representation of the minimum Feret’s diameter average� SD (control

and immobilized; n¼9–10 per group; 800–950 fibers were measured)

(�p¼0.029, �p¼0.034, �p¼ 0.047, p¼ 0.43, respectively).

C. Percentage distribution of the minimum Feret’s diameter of tibialis

anterior muscle immobilized and transfected with eGFP (GFP), wild-type

Sgk1 (WT), kinase dead Sgk1 (KD) and constitutively active Sgk1 (CA)

compared to non-immobilized control TA muscle (black dotted line).

D. Schematic representation of pathways involved in the preservation of

skeletal muscle mass during prolonged periods of immobilization. SGK1, in

addition to Akt, mediates protein degradation via phosphorylation of

Foxo3a, with the subsequent inhibition of proteolysis and autophagy and

protein synthesis through the activation of mTOR.

EMBO Mol Med (2012) 4, 1–12 � 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO. 7
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cascade, preserves skeletal muscle mass during prolonged

immobilization and starvation during hibernation. Further-

more, functional and molecular analysis of SGK1 in several non-

hibernating animal models identifies SGK1 as a novel mediator

of skeletal muscle homeostasis and function.

Current paradigm emphasizes the role of Akt in the IGF-1/

PI3K pathway and its downstream targets, Foxo3a and mTOR,

thereby regulating skeletal muscle cell size and function (Glass,

2003). Analysis of the naturally occurring extreme physiological

state of hibernation shows that phosphorylation of Foxo3a at

serine-253, -315 and T32 is associated with increased phos-

phorylation of mTOR targets, p70S6K and 4E-BP1, independent

of Akt activation. Instead hibernating squirrels demonstrate

increased expression and activation of SGK1. SGK1 returns to

baseline levels after hibernating squirrels emerge from hiberna-

tion, suggesting that this increase is necessary to protect skeletal

muscle against atrophy during hibernation. Biochemical in vitro

analyses suggest that SGK1 phosphorylates Foxo3a at serine-315

with high affinity, serine-253 with less affinity than Akt, and T32

with equal affinity as Akt (Brunet et al, 2001). Furthermore,

SGK1 has been shown to regulate mTOR signalling, cell survival

and hypertrophy in cardiomyocytes in vitro (Aoyama et al,

2005). In accordance with these in vitro studies, our in vivo

analyses indicate that, in the absence of increased activation of

Akt, SGK1 phosphorylates Foxo3a at serine-253, serine-315 and

T32 and that it mediates activation of the mTOR signalling

cascade and its downstream targets in skeletal muscle (Fig 7D).

Beyond its protective role in hibernating animals, SGK1 plays

a critical role in muscle homeostasis and function. Analyses of

mice lacking sgk1 reveal decreased muscle mass and fiber size

with an otherwise normal structural appearance. Sgk1�/� mice

show reduced phosphorylation levels of Foxo3a at serine-315

but normal levels of Foxo3a at serine-253. These findings are

likely due to a compensatory increase in phosphorylated Akt

levels in sgk1�/�mice. Despite this increase, sgk-1�/�mice have

impaired muscle function as shown by diminished performance

on a running wheel as well as decreased specific muscle force

generation in vitro. Furthermore, sgk-1�/�mice demonstrated a

remarkably exaggerated response to disuse and starvation

challenge. Previous research shows that increased activation of

Akt improve muscle strength and metabolism of fast muscle

fibers (Izumiya et al, 2008). The compensatory increase of Akt in

sgk-1�/� mice fails to restore normal function and protect

against disuse and starvation atrophy indicating that SGK1 may

act via additional, Foxo3a/mTOR independent, mechanisms to

mediate skeletal muscle homeostasis. These results prompted us

to analyse expression of SGK1 and its downstream targets in

mice deficient for akt1. These mice, similar to sgk1�/� mice,

have mildly decreased muscle fiber size with decreased muscle

strength (Goncalves et al, 2010). Our analyses revealed

increased expression of SGK1 together with increased phos-

phorylation of Foxo3a at serine-315. Skeletal muscle abnorm-

alities of sgk1�/� and akt1�/�mice suggest that neither Akt nor

SGK1 can completely compensate for the loss of the other,

demonstrating that Akt and SGK1 are necessary to ensure

normal skeletal muscle size and function. Indeed, preliminary

experiments in our laboratory show that knockdown of SGK1
� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
expression in wild-type adult mice postnatally, induces a

compensatory increase of Akt without a noticeable short-term

impact on skeletal muscle morphology and function. We are

currently in the process of evaluating the long-term impact of

knockdown of SGK1 in adult, postnatal skeletal muscle.

Since SGK1 seems to play a protective role in hibernating

squirrels and has a compensatory hypertrophic response in non-

hibernating mammals, we analysed transgenic mice with

constitutively active sgk1 expression (Arteaga et al, 2007).

Biochemical analyses of these mice demonstrate increased

phosphorylation of Foxo3a at serine-315 as well as increased

levels of additional downstream targets of SGK1. The expression

profile of muscle of mice overexpressing SGK1 was remarkably

similar to our findings from muscle of hibernating squirrels.

Morphometric analysis of skeletal muscles from SGK1 transgenic

mice did not show a significant increase in skeletal muscle fiber

size; in contrast, adult transgenic mice overexpressing Akt1

during the first 6 months of life develop significant hypertrophy of

type II muscle fibers (Izumiya et al, 2008; Lai et al, 2004). These

findings might be related to the lower-fold increase of SGK1 and/

or the increase on autophagy in sgk1 transgenic mice as compared

to the expression profile of Akt in transgenic Akt mice.

Importantly for therapeutic potential, transgenic Akt mice

develop dystrophic abnormalities of skeletal muscle after

6 months (Grumati et al, 2010), which is not seen in our sgk1

transgenic mice, suggesting that the milder increase of SGK1

expression may not interfere with normal skeletal muscle

homeostasis even over a prolonged period of time.

Sgk1 transgenic mice demonstrate protection against loss of

muscle mass under the systemic catabolic stress situation of

prolonged starvation, which causes significant muscle atrophy

(Boehm et al, 2007). This phenotypic benefit was associated

with an expected increase in phosphorylation of Foxo3a at

serine-315 and T32. In contrast to control animals, caSGK1

transgenic mice show a lack of increase in gene and/or protein

expression of autophagy mediators. These findings are of

particular significance as autophagy has been reported to

contribute to loss of muscle mass during starvation (Mammu-

cari et al, 2007; Zhao et al, 2007). Our results indicate that

inhibition of excessive autophagy protects against skeletal

muscle atrophy during catabolic stress and suggest that SGK1

may regulate autophagy. However, given that transgenic mice

exhibit ubiquitous expression of sgk1, we cannot exclude that

other organ systems may have an impact on the protection

against skeletal muscle atrophy.

Electroporation of TA muscle allowed us to assess the

function of increased SGK1 expression in postnatal adult muscle

fibers eliminating developmental, metabolic or systemic effects.

Our experiments demonstrate that increased expression of

constitutively active Sgk1, but not wild-type Sgk1, completely

protected TA muscles from immobilization-induced atrophy.

Although a number of stimuli such as growth factors and

hormones are known to cause genomic upregulation of SGK1

(Lang et al, 2006), activation of SGK1 is necessary to exert its

biological function (Kobayashi & Cohen, 1999).

Therefore, our results indicate that SGK1 in conjunction with

Akt mediates muscle homeostasis and that activation of SGK1 is
EMBO Mol Med (2012) 4, 1–12
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necessary to preserve skeletal muscle mass under stressful

conditions. Our findings emphasize the potential of SGK1 as a

novel therapeutic target to combat loss of skeletal muscle mass

and function in neuromuscular conditions involving skeletal

muscle atrophy and hypertrophy. Finally, the overarching

conceptual advance that this work represents is the promise that

molecular analyses of naturally occurring extreme physiological

states, such as hibernation, can reveal unanticipated pathogenic

mechanisms and rational treatment strategies.
MATERIALS AND METHODS

13-lined ground squirrels (I. tridecemlineatus)

All experimental procedures with 13-lined ground squirrels were

approved by the Animal Care and Use Committee of Johns Hopkins

University School of Medicine. All animal procedures conformed to

federal welfare guidelines and were pre-approved by the relevant

IACUC. Hibernation-naı̈ve euthermic weanlings of both sexes were

obtained in July from the captive breeding colony at the University of

Wisconsin Oshkosh (Vaughan et al, 2006) and supplied with food and

water ad libitum. Squirrels were injected with ketamine before

dissection.

When first torpor was observed, food and water were removed and the

squirrels were transferred to a dark hibernaculum maintained at

�48C. Torpor was monitored daily by animal cage inspection in the

dark and displacement of wood chips was used to determine arousal

during hibernation. For our experiments, squirrels in the torpid,

hypothermic state were sacrificed 4–5 months after first immergence

into torpor (n¼10). We also assessed skeletal muscle size of animals

after 2–3 months of torpor (n¼6) and did not see any signs of muscle

atrophy (data not shown). In April, when the squirrels emerged

naturally from winter hibernation, they were returned to a warm

room and food and water were reinstated. The muscles collected from

each animal included the diaphragm, quadriceps, gastrocnemius, TA

and biceps. Muscle samples were rapidly processed by flash freezing,

or homogenization for a variety of analyses.

Skeletal muscle morphometry

Skeletal muscle was obtained and flash frozen in OCT and cold

isopentane. Samples were cut at 10mm per section. Skeletal muscle

morphometry was performed following standard methods (Briguet

et al, 2004; Cohn et al, 2007) with some modifications. We

determined fiber diameter and the minimal Feret’s diameter in

quadriceps muscle using Nikon’s NIS elements BR3.0 software

(Laboratory Imaging, Nikon). A minimum of 2000 fibers per animal

was analysed. All images were taken using an Eclipse 80i microscope

(Nikon, Inc.).

Histology and immunofluorescence

Skeletal muscle was flash frozen in cooled isopentane and mounted in

OCT compound (Tissue-Tek, Sakura Finetek). Subsequently, we stained

10mm sections with hematoxylin and eosin following standard

protocols (Cohn et al, 2007). Indirect immunofluorescence was

performed on frozen sections blocked with 10% normal goat serum

or 5% bovine serum albumin for 1 h (Cohn et al, 2007). Primary

antibodies used for immunofluorescence included polyclonal anti-
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dystrophin c-terminus (Santa Cruz), monoclonal rat anti-laminin g-1

polyclonal anti-SGK and anti-phospho-FOXO3a S253, LC3B and LC3B

XP (Cell Signalling). Fiber-typing antibodies were kindly provided by Dr.

Hourdé (Agbulut et al, 2009). For fiber-type analyses, sections were

air-dried, washed in phosphate-buffered saline (PBS) with 0.1% (v/v)

Tween-20 (PBS-T) and stained for laminin g-1 or for the different

MyHC isoforms, with antibodies harvested from hybridoma cell lines

obtained from the American Type Culture Collection (Manassas, VA,

USA): BA-D5 (IgG2b, anti-MHCI), SC-71 (IgG1, anti-MHCIIa), BF-F3

(IgM, anti-MHCIIb). The sections were incubated at room temperature

for 1 h in a blocking solution (bovine serum albumin (BSA) 1%, sheep

serum 1%, triton X-100 0.1%, sodium azide 0.001%). Sections

were then incubated at room temperature for 2 h with anti-MyHC-I

(BA-D5, 2:3) and anti-MyHC-IIA (SC-71, 1:3). Sections were then

incubated overnight at 48C with anti-MyHC-IIb (BF-F3, 1:1). Sections

were washed as before and secondary antibodies were applied for

1 h at a dilution of 1:400. Alexa 488 anti-mouse IgG2b, Alexa 350

anti-mouse IgG1 and Alexa 594 anti-mouse IgM were obtained from

Invitrogen. Nuclear staining was performed with DAPI and the glass

slides were mounted with Vectashield Mounting Medium (Vector

Laboratories).

Immunoblot analysis

To determine protein expression, flash-frozen quadriceps muscles

were lysed with ice-cold lysis buffer (Nonidet P-40 1%, glycerol 10%,

NaCl 137mM, Tris–HCl pH 7.5 20mM) containing protease (Complete

Mini, EDTA-free, Roche) and phosphatase inhibitors (PhosSTOP, Roche).

Tissue lysate (20mg) was electrophoresed in Bis-Tris or Tris-glycine gels

and transferred onto nitrocellulose membranes via standard proce-

dures. Membranes were incubated with primary antibody diluted in

blocking solution overnight at 48C. Primary antibodies used were:

anti-Akt, anti-phospho-Akt S473, anti-phospho-Akt T308, anti-phos-

pho-GSK3b, anti-phospho-SGK T256, anti-4EBP1, anti-phospho-

4EBP1 S65, anti-p70S6K, anti-phospho-p70S6K T389, anti-FOXO3a,

anti-phospho-FOXO3a S253 and T32, anti-Beclin, anti-ATG7, LC3B XP

and anti-LC3B (Cell Signalling); anti-GAPDH, anti-phospho-SGK T256

(Santa Cruz); anti-phospho-SGK S422 (Santa Cruz and Abcam); anti-

p62/SQSTM1 (Abcam and Cell Signalling); anti-SGK (Cell Signalling

and Upstate); anti-phospho-FOXO3a S253 (Millipore); anti-GSK3b

(Upstate), anti-ubiquitin (DakoCytomation). The antibody anti-phos-

pho-FOXO3a S315 was kindly provided by Dr. Anne Brunet (Stanford

University). After washing, immunoreactive bands were detected with

HRP-conjugated secondary antibodies (Amersham) and visualized

with Supersignal West Dura or Supersignal West Femto Substrates

(Pierce). Densitometry analysis was performed using ImageJ 1.37

(National Institutes of Health, USA). Statistical analysis of Western blot

results is shown in Supporting Information Table S2.

Proteasome activity

The proteasome activity was measured using fluorogenic peptide

substrates LLVY (succinyl-leu-leu-val-AMC) following the manufac-

turer’s protocol (Chemicon). Quadriceps muscles were homogenized in

lysis buffer (Tris–HCl pH 7.2 50mM, EDTA 1mM, KCl 100mM, MgCl2

5mM, ATP 1.8mM), and centrifuged at 700g for 10min. The

supernatant was centrifuged for 10min at 15,000g and glycerol

was added to a final concentration of 10% (Klaude et al, 2007). The

proteasome was isolated and its activity was measured immediately;
2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO. 9
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aliquots were stored at �808C to repeat this measurement the next

day. Triplicates of each sample were assayed over two consecutive

days. Fluorescence was measured in a SpectraMax GeminiXS

(Molecular Devices, Sunnyvale, California) with an excitation wave-

length of 380nm and an emission wavelength of 460nm.

Real-time PCR

Total RNA was isolated with TRIzol (Invitrogen) and treated with a

Turbo DNA free Kit (Ambion). RNA (1.5mg) was reverse transcribed

using TaqMan RT reaction (Applied Biosystems). PCR reactions were

performed using SYBR Green PCR Master Mix (Applied Biosystems) and

the 7900HT Sequence System ABI PRISM (Applied Biosystems) Real

Time PCR system. Genes were quantified using GAPDH. All the

sequences of the primers are mouse sequences. The primers that were

used are: atrogin-1 forward: -50gcaaacactgccacattctctc30 , reverse:

50cttgaggggaaagtgagacg30; beclin forward: 50ggccaataagatgggtctga30 ,

reverse: 50cactgcctccagtgtcttca30; GAPDH forward: 50caccatcttccagg-

agcgag30 , reverse: 50ccttctccatggtggtgaagac30; MAP1-LC3b forward:

50cactgctctgtcttgtgtaggttg30 , reverse: 50tcgttgtgcctttattagtgcatc30;

murf-1 forward: 50ggtgcctacttgctccttgt30 , reverse: 50ctggtggctattc-

tccttgg30 .

Running wheel protocol

To explore whether SGK1 influences physical performance, sgk1�/�

mice (n¼6) and sgk1þ/þ mice (n¼6) were placed into individual

cages which contained a running wheel (diameter: 12 cm) consisting

of stainless steel and equipped with an electronic speedometer (Sigma

Sport 600, Sigma Sport, Neustadt, Germany). The running wheels were

totally wrapped by a plastic ribbon. The speedometer automatically

determined the running distance (km/24h), the time period during

which the running wheel was used allowing the calculation of average

and maximal speed (km/h). Average values were calculated from the

performance during at least 14 days.

Muscle force measurements

Contractile properties were measured on soleus muscles from 90 to

100 days old mice. All experiments were performed with male wild-

type and SGK1�/� mice of the 129/J strain (Wulff et al, 2002). Tendons

were fixed with surgical twines (Prolene 6�0) and the muscles

mounted in a recording chamber. The proximal tendon was connected

to the transducers hook (tppe KG4, Scientific Instruments, Heidelberg,

Germany). The chamber was continuously perfused with Krebs-

Henseleit solution (at pH 7.4) containing (in mM): 137 NaCl, 24

NaHCO3, 5 KCl, 2 CaCl2, 1 NaH2PO4, 1 MgSO4 and 11 D-glucose. The

solution was continuously was bubbled with 95% O2 and 5% CO2.

The pH was continuously controlled with a minitrode (pH 0–14,

Hamilton Bonaduz AG, Bonaduz, Switzerland). All experiments were

performed at 258C. Muscles were electrically stimulated trough

platinum electrodes that were placed in the recording chamber.

Single or repetitive supramaximal stimuli of 50 V and 1-ms duration

were applied (STIM8 stimulator, Scientific Instruments). Isometric

forces were registered with a digital 2-channel storage oscilloscope

(Tektronix DPO 2012, Tektronix Inc., Beaverton, OR, USA). The collected

data were read out and stored on a computer.

Before experiments were started, the optimal muscle length was

ascertained. For that purpose single twitches were elicited every 30 s

by 1-ms pulses and the length of the soleus muscle was step by step
� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
increased at intervals of 250mm. The force–length relation followed

roughly a parable from which the optimal muscle length was

calculated. After an hour of rest the length optimization was repeated

and the muscle length adjusted to the length of the maximal force.

Then, responses to single stimuli and to repetitive 500-ms lasting

series of pulses at 10, 50 and 120Hz were recorded. The recordings

were followed by a fatigue protocol consisting of 500-ms lasting

tetani (stimulation frequency 50Hz) repeated every 2 s for 340 s.

Single twitches were analysed for time to peak, half relaxation time

and peak force. Tetani were analysed for maximum tetanic force. All

data on muscle force are presented as specific force, that is force per

cross sectional area of the muscles.

mIgf-1 and SGK1 transgenic mice

Transgenic mice overexpressing IGF-1 in skeletal muscle were kindly

provided by Dr. Nadia Rosenthal. Generation and extensive character-

ization of skeletal muscle of mIgf-1 transgenic mice has been

previously published (Musaro et al, 2001). A BAC containing 180 kbp

of mouse genomic sequence that includes the full SGK1 gene but no

other known or predicted genes was obtained from the BACPAC

Resources Center (Children’s Hospital Oakland Research Institute,

Oakland, CA). The BAC was modified using homologous recombination

in Escherichia coli (Lalioti & Heath, 2001) to add three copies of the HA

epitope in the c-terminus of SGK1 and a point mutation (S422D) that

renders the kinase constitutively active (Kobayashi & Cohen, 1999).

The integrity of the modified BAC was checked by DNA sequencing of

the insert ends and by Southern blotting. The genomic insert was

excised by digestion with NotI, purified by field inversion gel

electrophoresis followed by digestion with b-agarase and used for

pronuclear injection of (C57BL/6J X SJL/J) F2 embryos. Genotyping was

performed by PCR analysis of genomic DNA using primers 50-

GGAAGCAGCAGAAGCCTTCCTCGG-30 and 50-GACTGCCAAGCTTC-

CAGGTGTGC-30 , which flank the stop codon and produce a 186bp

product with wild-type SGK1 and a 267 bp product with Tg.SGK1 due

to the insertion of three consecutive copies of the HA-epitope. Founder

animals harbouring the transgene were crossed with C57BL/6 mice.

Mice homozygous for the transgene were obtained by crossing

heterozygous animals.

Starvation experiment

Mouse chow was removed from the cage in the morning, mice were

maintained for 48 h with no food but free access to water.

Electroporation

SGK1 was amplified and fully sequenced from Addgene plasmid

20628 (Boehm et al, 2007). The first 60 aminoacids were deleted and

replace with a start codon (ATG) to decrease the localization and

degradation by the endoplasmic reticulum (Arteaga et al, 2006). The

Kinase Dead Sgk1 (Sgk1KD) with a point mutation (K127A) and

Constitutively Active Sgk1 (Sgk1CA) with a point mutation (S422D)

were made with QuickChange II XL Site-Directed Mutagenesis Kit

(Stratagene). The PCR fragments were cloned in pEGFP-C1 vector

(Clontech). Plasmid expression was tested in HEK293 and C2C12 cells

using antibodies rabbit anti-SGK1 (Cell Signalling) and mouse anti-

GFP (Abcam).

Skeletal muscle electroporation was carried out using BTX 830

square wave electroporator (BTX-Harvard Apparatus, Holliston,
EMBO Mol Med (2012) 4, 1–12
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The paper explained

PROBLEM:

Skeletal muscle atrophy (in particular during aging) has severe

consequences on the quality of life of the human population and

also places a significant financial burden on health care systems.

Currently, there are no treatments available to protect loss of

muscle mass in a variety of inherited and acquired forms

of myopathy. Loss of muscle mass results from perturbed

homeostasis of protein synthesis and degradation. To explore the

critical contribution of molecular pathways involved in the

preservation of muscle mass, we analysed 13-lined ground

squirrels, a naturally occurring, hibernating animal that is

protected from muscle atrophy despite prolonged periods of

immobilization and starvation.

RESULTS:

Previous evidence suggests that Akt is the only determinant and

regulator of Foxo3a-mediated atrophy/autophagy, mTOR sig-

nalling and cell survival in skeletal muscle. Using hibernating

muscle as a tool to understand skeletal muscle homeostasis, we

have tested and ultimately refuted this longstanding tenant of

muscle biology. We demonstrate that Foxo3a-mediated inhibi-

tion of muscle atrophy/autophagy, activation of the mTOR

signalling cascade and muscle cell survival are regulated

independently of Akt activation. Instead, analysis of the

hibernating squirrel muscles has allowed us to identify serum/

glucocorticoid-induced kinase 1 (SGK1) as a novel and central

factor, mediating skeletal muscle preservation during hiberna-

tion. Insights derived from our hibernating model can be

generalized, as we were able to establish that SGK1 plays a

critical role in muscle function beyond hibernation. We

demonstrate that mice lacking sgk1 exhibit skeletal muscle

atrophy associated with decreased muscle strength in vivo and in

vitro. Furthermore, we show that overexpression of constitutively

active SGK1 protects against disuse atrophy and starvation-

induced muscle atrophy.

IMPACT:

Our results have identified a novel therapeutic target to

combat loss of skeletal muscle mass in a variety of conditions

associated with muscle atrophy and degeneration. The over-

arching conceptual advance that this work represents is

the promise that molecular analyses of naturally occurring

extreme physiological states, such as hibernation, can reveal

unanticipated pathogenic mechanisms and rational treatment

strategies.
MA, USA) using platinum coated paddles. After removal of the animal’s

hindlimb hair, 40ml of bovine hyaluronic acid (0.3U/ml in sterile and

endotoxin-free 0.9% NaCl solution; Sigma–Aldrich, St. Louis, MO, USA)

was injected in 10ml aliquots up the length of the TA muscle using a

26 gauge needle and syringe. Hyaluronic acid pretreatment prior to

electroporation has been shown to increase transfection efficiency.

Two hours later, animals were sedated with ketamine and xyalizine.

The TA from both hindlimbs was injected with 40ml of plasmid

encoding for Sgk1 WT (Sgk1WT), Kinase Dead (Sgk1KD), Constitutively

Active Sgk1 (Sgk1CA) fused to eGFP (1mg/ml plamid in 0.9% NaCl

solution) in 10ml aliquots up the length of the muscle (n¼10 per

group). Control animals were injected with pEGFP or hyaluronidase

(n¼10 per group). Immediately following plasmid injection, the muscle

was electroporated with five 25ms pulses of 150V of electric current.

Right leg was immobilized after electroporation by stapling the

hindlimb (Burks et al, 2011). After 10 days, TA was harvested, flash

frozen and sectioning. Immunostaining was performed using rat anti-

laminin g-1 antibody (Cell signalling). Double stained fiber area and

the minimal Feret’s diameter analysis was performed using ImageJ

1.37 (National Institutes of Health, USA).

Statistical analysis

All values are expressed as mean� SD. Significance was determined

by unpaired Student’s t-tests or by one or two-way ANOVA

followed by the Student–Newman–Keuls test. Significance was set

at p�0.05.
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Hernández for the preparation of haematoxylin–eosin staining

of muscle samples from control and transgenic mice, Elizabeth

MacDonald and Joel Benjamin for their manuscript comments,

and Dr. Jean Zhao for plasmid Addgene 20628. DAR is

supported by a grant from the Ministerio de Ciencia e

Innovación (Spain), BFU2007-61148 and Consolider SICI-

CSD2008-000005. MS is supported by a Gerhard Domagk

stipend of the medical faculty and the muscle force measure-

ment project was financially supported by the Benni & Co

Foundation. LAL is supported by NIH R01 GM29090. RDC is

supported by the NIH Director’s New Innovator Award DP2

OD004515, by NIH 5K08NS055879 award, the MDA #101938
2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO. 11



Research Article www.embomolmed.org
SGK1 mediates muscle homeostasis

12
and the Dana and Albert R. Broccoli Charitable Foundation for

Research.

Supporting Information is available at EMBO Molecular

Medicine Online.

The authors declare that they have no conflict of interest.
References
Agbulut O, Vignaud A, Hourde C, Mouisel E, Fougerousse F, Butler-Browne GS,

Ferry A (2009) Slow myosin heavy chain expression in the absence of muscle

activity. Am J Physiol Cell Physiol 296: C205-C214

Aoyama T, Matsui T, Novikov M, Park J, Hemmings B, Rosenzweig A (2005)

Serum and glucocorticoid-responsive kinase-1 regulates cardiomyocyte

survival and hypertrophic response. Circulation 111: 1652-1659

Arteaga MF, Alvarez de la Rosa D, Alvarez JA, Canessa CM (2007) Multiple

translational isoforms give functional specificity to serum- and

glucocorticoid-induced kinase 1. Mol Biol Cell 18: 2072-2080

Arteaga MF, Wang L, Ravid T, Hochstrasser M, Canessa CM (2006) An

amphipathic helix targets serum and glucocorticoid-induced kinase 1 to the

endoplasmic reticulum-associated ubiquitin-conjugation machinery. Proc

Natl Acad Sci USA 103: 11178-11183

Bodine SC, Stitt TN, Gonzalez M, Kline WO, Stover GL, Bauerlein R, Zlotchenko

E, Scrimgeour A, Lawrence JC, Glass DJ, et al (2001) Akt/mTOR pathway is a

crucial regulator of skeletal muscle hypertrophy and can prevent muscle

atrophy in vivo. Nat Cell Biol 3: 1014-1019

Boehm JS, Zhao JJ, Yao J, Kim SY, Firestein R, Dunn IF, Sjostrom SK, Garraway

LA, Weremowicz S, Richardson AL, et al (2007) Integrative genomic

approaches identify IKBKE as a breast cancer oncogene. Cell 129: 1065-

1079

Briguet A, Courdier-Fruh I, Foster M, Meier T, Magyar JP (2004) Histological

parameters for the quantitative assessment of muscular dystrophy in the

mdx-mouse. Neuromuscul Disord 14: 675-682

Brunet A, Park J, Tran H, Hu LS, Hemmings BA, Greenberg ME (2001)

Protein kinase SGK mediates survival signals by phosphorylating the

forkhead transcription factor FKHRL1 (FOXO3a). Mol Cell Biol 21: 952-

965

Burks TN, Andres-Mateos E, Marx R, Mejias R, Van Erp C, Simmers JL, Walston

JD, Ward CW, Cohn RD (2011) Losartan restores skeletal muscle

remodeling and protects against disuse atrophy in sarcopenia. Sci Transl

Med 3: 82ra37

Cohn RD, van Erp C, Habashi JP, Soleimani AA, Klein EC, Lisi MT, Gamradt M, ap

Rhys CM, Holm TM, Loeys BL, et al (2007) Angiotensin II type 1 receptor

blockade attenuates TGF-beta-induced failure of muscle regeneration in

multiple myopathic states. Nat Med 13: 204-210

Degens H, Alway SE (2006) Control of muscle size during disuse, disease, and

aging. Int J Sports Med 27: 94-99

Glass DJ (2003) Signalling pathways that mediate skeletal muscle

hypertrophy and atrophy. Nat Cell Biol 5: 87-90

Glass DJ (2010) Signaling pathways perturbing muscle mass. Curr Opin Clin

Nutr Metab Care 13: 225-229

Goncalves MD, Pistilli EE, Balduzzi A, Birnbaum MJ, Lachey J, Khurana TS,

Ahima RS (2010) Akt deficiency attenuates muscle size and function but not

the response to ActRIIB inhibition. PLoS ONE 5: e12707

Grumati P, Coletto L, Sabatelli P, Cescon M, Angelin A, Bertaggia E, Blaauw B,

Urciuolo A, Tiepolo T, Merlini L, et al (2010) Autophagy is defective in

collagen VI muscular dystrophies, and its reactivation rescues myofiber

degeneration. Nat Med 16: 1313-1320

Hudson NJ, Franklin CE (2002) Maintaining muscle mass during extended

disuse: aestivating frogs as a model species. J Exp Biol 205: 2297-2303

Izumiya Y, Hopkins T, Morris C, Sato K, Zeng L, Viereck J, Hamilton JA, Ouchi N,

LeBrasseur NK, Walsh K (2008) Fast/glycolytic muscle fiber growth reduces
� 2012 The Authors. Published by John Wiley and Sons, Ltd on behalf of EMBO.
fat mass and improves metabolic parameters in obese mice. Cell Metab 7:

159-172

Jagoe RT, Lecker SH, Gomes M, Goldberg AL (2002) Patterns of gene expression

in atrophying skeletal muscles: response to food deprivation. FASEB J 16:

1697-1712

Klaude M, Fredriksson K, Tjader I, Hammarqvist F, Ahlman B, Rooyackers O,

Wernerman J (2007) Proteasome proteolytic activity in skeletal muscle is

increased in patients with sepsis. Clin Sci (Lond) 112: 499-506

Kobayashi T, Cohen P (1999) Activation of serum- and glucocorticoid-

regulated protein kinase by agonists that activate phosphatidylinositide 3-

kinase is mediated by 3-phosphoinositide-dependent protein kinase-1

(PDK1) and PDK2. Biochem J 339(Pt 2), 319-328

Lai KM, Gonzalez M, Poueymirou WT, Kline WO, Na E, Zlotchenko E, Stitt TN,

Economides AN, Yancopoulos GD, Glass DJ (2004) Conditional activation of

akt in adult skeletal muscle induces rapid hypertrophy. Mol Cell Biol 24:

9295-9304

Lalioti M, Heath J (2001) A new method for generating point mutations in

bacterial artificial chromosomes by homologous recombination in

Escherichia coli. Nucleic Acids Res 29: E14

Lang F, Bohmer C, Palmada M, Seebohm G, Strutz-Seebohm N, Vallon V (2006)

(Patho)physiological significance of the serum- and glucocorticoid-

inducible kinase isoforms. Physiol Rev 86: 1151-1178

Lee K, So H, Gwag T, Ju H, Lee JW, Yamashita M, Choi I (2010) Molecular

mechanism underlying muscle mass retention in hibernating bats: role of

periodic arousal. J Cell Physiol 222: 313-319

Mammucari C, Milan G, Romanello V, Masiero E, Rudolf R, Del Piccolo P,

Burden SJ, Di Lisi R, Sandri C, Zhao J, et al (2007) FoxO3 controls autophagy

in skeletal muscle in vivo. Cell Metab 6: 458-471

Morin P, Jr, Storey KB (2009) Mammalian hibernation: differential gene

expression and novel application of epigenetic controls. Int J Dev Biol 53:

433-442

Musaro A, McCullagh K, Paul A, Houghton L, Dobrowolny G, Molinaro M,

Barton ER, Sweeney HL, Rosenthal N (2001) Localized Igf-1 transgene

expression sustains hypertrophy and regeneration in senescent skeletal

muscle. Nat Genet 27: 195-200

Nowell MM, Choi H, Rourke BC (2011) Muscle plasticity in hibernating ground

squirrels (Spermophilus lateralis) is induced by seasonal, but not low-

temperature, mechanisms. J Comp Physiol B 181: 147-164

Saini A, Faulkner S, Al-Shanti N, Stewart C (2009) Powerful signals for weak

muscles. Ageing Res Rev 8: 251-267

Schertzer JD, Plant DR, Lynch GS (2006) Optimizing plasmid-based gene

transfer for investigating skeletal muscle structure and function. Mol Ther

13: 795-803

Shavlakadze T, Grounds M (2006) Of bears, frogs, meat, mice and men:

complexity of factors affecting skeletal muscle mass and fat. Bioessays 28:

994-1009

Song YH, Godard M, Li Y, Richmond SR, Rosenthal N, Delafontaine P (2005)

Insulin-like growth factor I-mediated skeletal muscle hypertrophy is

characterized by increased mTOR-p70S6K signaling without increased Akt

phosphorylation. J Investig Med 53: 135-142

Vaughan DK, Gruber AR, Michalski ML, Seidling J, Schlink S (2006) Capture,

care, and captive breeding of 13-lined ground squirrels, Spermophilus

tridecemlineatus. Lab Anim (NY) 35: 33-40

Webster MK, Goya L, Ge Y, Maiyar AC, Firestone GL (1993) Characterization of

sgk, a novel member of the serine/threonine protein kinase gene family

which is transcriptionally induced by glucocorticoids and serum. Mol Cell

Biol 13: 2031-2040

Wulff P, Vallon V, Huang DY, Volkl H, Yu F, Richter K, Jansen M, Schlunz M,

Klingel K, Loffing J, et al (2002) Impaired renal Na(þ) retention in the sgk1-

knockout mouse. J Clin Invest 110: 1263-1268

Zhao J, Brault JJ, Schild A, Cao P, Sandri M, Schiaffino S, Lecker SH, Goldberg AL

(2007) FoxO3 coordinately activates protein degradation by the

autophagic/lysosomal and proteasomal pathways in atrophying muscle

cells. Cell Metab 6: 472-483
EMBO Mol Med (2012) 4, 1–12


